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<210> 1 

<211> 1173 

<212> DNA 

<213> Homo sapiens 



<400> 1 



atgccagata 


ctaatagcac 


aatcaattta 


tcactaagca 


ctcgtgttac 


tttagcattt 


60 


tttatgtcct 


tagtagcttt 


tgctataatg 


ctaggaaatg 


ctttggtcat 


tttagctttt 


120 


gtggtggaca 


aaaaccttag 


acatcgaagt 


agttattttt 


ttcttaactt 


ggccatctct 


180 


gacttctttg 


tgggtgtgat 


ctccattcct 


ttgtacatcc 


ctcacacgct 


gttcgaatgg 


240 


gattttggaa 


aggaaatctg 


tgtattttgg 


ctcactactg 


actatctgtt 


atgtacagca 


300 


tctgtatata 


acattgtcct 


catcagctat 


gatcgatacc 


tgtcagtctc 


aaatgctgtg 


360 


tcttatagaa 


ctcaacatac 


tggggtcttg 


aagattgtta 


ctctgatggt 


ggccgtttgg 


420 


gtgctggcct 


tcttagtgaa 


tgggccaatg 


attctagttt 


cagagtcttg 


gaaggatgaa 


480 


ggtagtgaat 


gtgaacctgg 


atttttttcg 


gaatggtaca 


tccttgccat 


cacatcattc 


540 


ttggaattcg 


tgatcccagt 


catcttagtc 


gcttatttca 


acatgaatat 


ttattggagc 


600 


ctgtggaagc 


gtgatcatct 


cagtaggtgc 


caaagccatc 


ctggactgac 


tgctgtctct 


660 


tccaacatct 


gtggacactc 


attcagaggt 


agactatctt 


caaggagatc 


tctttctgca 


720 


tcgacagaag 


ttcctgcatc 


ctttcattca 


gagagacaga 


ggagaaagag 


tagtctcatg 


780 


ttttcctcaa 


gaaccaagat 


gaatagcaat 


acaattgctt 


ccaaaatggg 


ttccttctcc 


840 


caatcagatt 


ctgtagctct 


tcaccaaagg 


gaacatgttg 


aactgcttag 


agccaggaga 


900 


ttagccaagt 


cactggccat 


tctcttaggg 


gtttttgctg 


tttgctgggc 


tccatattct 


960 


ctgttcacaa 


ttgtcctttc 


attttattcc 


tcagcaacag 


gtcctaaatc 


agtttggtat 


1020 


agaattgcat 


tttggcttca 


gtggttcaat 


tcctttgtca 


atcctctttt 


gtatccattg 


1080 


tgtcacaagc 


gctttcaaaa 


ggctttcttg 


aaaatatttt 


gtataaaaaa 


gcaacctcta 


1140 


ccatcacaac 


acagtcggtc 


agtatcttct 


taa 






1173 



<210> 2 

<211> 390 

<212> PRT 

<213> Homo sapiens 
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<400> 2 



Met Pro Asp Thr Asn Ser Thr lie Asn Leu Ser Leu Ser Thr Arg Val 
15 10 15 



Thr Leu Ala Phe Phe Met Ser Leu Val Ala Phe Ala He Met Leu Gly 
20 25 30 



Asn Ala Leu Val He Leu Ala Phe Val Val Asp Lys Asn Leu Arg His 
35 40 45 



Arg Ser Ser Tyr Phe Phe Leu Asn Leu Ala He Ser Asp Phe Phe Val 
50 55 60 



Gly Val He Ser He Pro Leu Tyr lie Pro His Thr Leu Phe Glu Trp 
65 70 75 80 



Asp Phe Gly Lys Glu He Cys Val Phe Trp Leu Thr Thr Asp Tyr Leu 
85 90 ~ 95 



Leu Cys Thr Ala Ser Val Tyr Asn He Val Leu He Ser Tyr Asp Arg 
100 105 110 



Tyr Leu Ser Val Ser Asn Ala Val Ser Tyr Arg Thr Gin His Thr Gly 
115 120 125 



Val Leu Lys He Val Thr Leu Met Val Ala Val Trp Val Leu Ala Phe 
130 135 140 



Leu Val Asn Gly Pro Met He Leu Val Ser Glu Ser Trp Lys Asp Glu 
145 150 155 160 



Gly Ser Glu Cys Glu Pro Gly Phe Phe Ser Glu Trp Tyr He Leu Ala 
165 170 * 175 



He Thr Ser Phe Leu Glu Phe Val He Pro Val He Leu Val Ala Tyr 
180 185 190 



Phe Asn Met Asn He Tyr Trp Ser Leu Trp Lys Arg Asp His Leu Ser 
195 200 205 



Arg Cys Gin Ser His Pro Gly Leu Thr Ala Val Ser Ser Asn He Cys 
210 215 220 



Gly His Ser Phe Arg Gly Arg Leu Ser Ser Arg Arg Ser Leu Ser Ala 
225 230 235 240 



Ser Thr Glu Val Pro Ala Ser Phe His Ser Glu Arg Gin Arg Arg Lys 
245 250 255 



Ser Ser Leu Met Phe Ser Ser Arg Thr Lys Met Asn Ser Asn Thr He 
260 265 270 



Ala Ser Lys Met Gly Ser Phe Ser Gin Ser Asp Ser Val Ala Leu His 
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275 280 285 

Gin Arg Glu His Val Glu Leu Leu Arg Ala Arg Arg Leu Ala Lys Ser 
290 295 300 

Leu Ala lie Leu Leu Gly Val Phe Ala Val Cys Trp Ala Pro Tyr Ser 
305 310 315 " 320 

Leu Phe Thr lie Val Leu Ser Phe Tyr Ser Ser Ala Thr Gly Pro Lys 
325 330 335 

Ser Val Trp Tyr Arg lie Ala Phe Trp Leu Gin Trp Phe Asn Ser Phe 
340 345 350 

Val Asn Pro Leu Leu Tyr Pro Leu Cys His Lys Arg Phe Gin Lys Ala 
355 360 365 

Phe Leu Lys lie Phe Cys lie Lys Lys Gin Pro Leu Pro Ser Gin His 
370 375 380 

Ser Arg Ser Val Ser Ser 
385 390 

<210> 3 

<211> 37 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 

<400> 3 

actagaattc gccaccatgc cagatactaa tagcaca 37 

<210> 4 

<211> 37 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 

<400> 4 



actactgcgg 


ccgcttaaga 


agatactgac 


cgactgt 






37 


<210> 5 

<211> 1176 

<212> DNA 

<213> Mus musculus 












<400> 5 
atgtcggagt 


ctaacagtac 


tggcatcttg 


ccaccagctg 


ctcaggtccc 


cttggcattt 


60 


ttaatgtctt 


catttgcctt 


tgctataatg 


gtaggcaatg 


ctgtggtcat 


cttagccttt 


120 


gtggtggaca 


gaaaccttag 


acatcgaagt 


aattattttt 


ttcttaattt 


ggctatttct 


180 


gacttcctcg 


tgggtttgat 


ttccattcct 


ctgtacatcc 


ctcacgtgtt 


gtttaactgg 


240 


aattttggaa 


gtggaatctg 


catgttttgg 


ctcattactg 


actatctttt 


gtgcaccgca 


300 
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tctgtctaca 


atattgtcct 


cattagctac 


gatcgatacc 


agtcagtttc 


aaatgctgtg 


360 


tcttataggg 


ctcaacacac 


tggcatcatg 


aagattgttg 


ctcaaatggt 


ggctgtttgg 


420 


atactggctt 


tcttggtaaa 


tggcccgatg 


attctggctt 


cagattcttg 


gaagaacagc 


480 


acgaacacaa 


aggactgtga 


gcctggcttt 


gttacagagt 


ggtacatcct 


caccattaca 


54 0 


atgctcttgg 


aattcctgct 


tcctgtcatc 


tctgtggctt 


atttcaatgt 


acagatttac 


600 


tggagcctgt 


ggaagcgtag 


ggctctcagt 


aggtgcccta 


gccatgctgg 


attctccact 


660 


acctcttcca 


gtgcttcagg 


acacttacac 


agagctgggg 


tggcttgcag 


gacaagtaat 


ion 


cctggattga 


aggaatcagc 


tgcatct cgt 


cactcagaaa 


gtcctcgaag 


aaagagcagc 


ion 
/ou 


atcctggtgt 


ccttaaggac 


tcacatgaac 


agcagtatca 


ctgccttcaa 


agtgggttcc 


o4 U 


ttctggcgat 


cggaaagtgc 


agcgcttcgc 


caaagggagt 


acgcagagct 


tctcagaggc 


yuu 


aggaagctag 


ccaggtcact 


ggccatcctt 


ctgagcgctt 


ttgccatttg 


ctgggctcca 


y bu 


tactgtctgt 


tcacaattgt 


cctttcaact 


taccccagaa 


cggaacgccc 


caaatcggtg 


1020 


tggtacagca 


ttgccttctg 


gctgcaatgg 


ttcaattcgt 


ttgttaatcc 


ctttctgtac 


1080 


cctttgtgtc 


acaggcgttt 


ccagaaggct 


ttctggaaga 


tactttgtgt 


gacaaagcaa 


1140 


ccagcgctgt 


cacagaacca 


gtcagtatct 


tcttga 






1176 


<210> 6 
<211> 1176 
<212> DNA 

<213> Rattus rattus 












<400> 6 
atgtcggagt 


ctaacggcac 


tgacgtcttg 


ccactgactg 


ctcaagtccc 


cttggcattt 


60 


ttaatgtccc 


tgcttgcttt 


tgctataacg 


ataggcaatg 


ctgtggtcat 


tttagccttt 


120 


gtagcagaca 


gaaaccttag 


acatcgaagt 


aattattttt 


ttcttaattt 


ggctatttct 


180 


gacttcttcg 


tgggtgtcat 


ctccattcct 


ctgtacatcc 


ctcacacgct 


gtttaactgg 


2 40 


aattttggaa 


gtggaatctg 


catgttttgg 


ctcat tactg 


_ 4 , 4_ _ 4- 4- 4- 4- 

actatctttt 


gtgcacagca 




tccgtctaca 


gtattgtcct 


cattagctac 


gatcgatacc 


agtcagtttc 


aaacgctgtg 


"3 £T n 


cgttatagag 


cacagcacac 


tggcatcctg 


aaaattgttg 


ctcaaatggt 


ggctgtttgg 


4 20 


atactggctt 


tcttggtcaa 


tggcccaatg 


attctggctt 


cggattcttg 


gaagaacagc 


4 o(J 


accaacacag 


aggagtgcga 


gcctggcttt 


gttactgagt 


ggtacatcct 


cgccattaca 


c: a n 
D4 U 


gcattcttgg 


aattcctgct 


ccctgtctcc 


ttggtggtct 


atttcagtgt 


acagatttac 


OUU 


tggagcctgt 


ggaagcgtgg 


gagtctcagt 


aggtgcccta 


gccacgctgg 


attcatcgct 


a a r\ 


acctcttcca 


ggggcactgg 


acactcacgc 


agaactgggt 


tggcttgtag 


gacaagtctt 


Ton 

/zO 


cctggattaa 


aggaaccagc 


cgcatccctt 


cattcagaaa 


gtccacgagg 


aaagagcagt 


Ton 
/oU 


ctcctggtgt 


ccttaaggac 


tcacatgagc 


ggtagtatca 


tcgccttcaa 


agtgggttcc 


840 


ttctgccgat 


cagaaagccc 


agtgcttcac 


cagagagagc 


acgtggagct 


tctcagaggc 


900 


aggaagctag 


ccaggtcgct 


agctgtcctc 


ctgagtgctt 


ttgccatttg 


ctgggctccg 


960 


tattgcctgt 


tcacaattgt 


tctttcaact 


tatcgcagag 


gggagcgccc 


caaatcgatt 


1020 
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tggtacagca 


tagccttttg 


gctacagtgg 


ttcaattcac 


ttattaatcc 


ctttctatac 


1080 


cctttgtgcc 


acagacgttt 


ccagaaggct 


ttctggaaga 


tactctgtgt 


gacaaagcaa 


1140 


ccagcacctt 


cacagaccca 


gtcagtatct 


4- s~i 4— 4- f~i ~\ 






I nc 

II / o 


<210> 7 
<211> 1170 
<212> DNA 

<213> Cavia porcellus 










<400> 7 
atgttggcaa 


ataacagtac 


aatcgcctta 


auaL^aaL <— a 


aCJa t L LL L L L 


rr^rst't' 4- 4- 4- 

y aLd. L. L L. L Ld 


fin 


atgtctttac 


tagctattgc 


tataatgtta 


yytaa ty i_ L- y 




dye L L L LaLt 


-L ^ 


gtggacagaa 


atcttagaca 


tcgaagtaat 


LuLLLLLLLL. 


L LddC l tyy L 


Ld L ty LdydL 


1 RH 


ttctttgtgg 


gtgcaattgc 


aattcctctg 




Luy o tydu 


LLdLLyydLL 


240 


tctggaaagc 


aagcttgtgt 


attttggctc 




d LUL L L LdLy 


*f~ 0 p a /— * 4~ 4~ 
LdCdyOaLCt 




gtgtataata 


ttgtcctcat 


cagctacgat 


#■* (*% ^ /T 4— 


cagtctcaaa 


tgccgtgtgg 


joU 


tatagagctc 


agcactctgg 


cacctggaaa 


^ +~ 4~ f ^~ ^3 4~ 

Cl L. Ly U LdUtL 


cigcic.yyL.ygc 


tgtt tgga ta 


ft ^: u 


ttctccttca 


tgacaaatgg 


gccgatgatt 


/~« 4- /~c +- -f- ^ O (~f 

V— - L. y d l_ l_ Luay 


ClULt L. Lyy Ld 


naa1"arrr"ar' , f" 
yddLdytdLL 


H 0 U 


acagaatgtg 


aacctggatt 


tttaaaaaag 




L» L<— LUUU Lett 


a LCa L La L Ly 


540 


gaattcctga 


tccccatctt 


gttagttgct 




LULdLdLLtd 


LL.yydyLccy 




uy y aciy uy ay 


ay qqcx ty uy 




j^J /^r *-* /~* /—» +- 




tgact c t tec 




agcagtgacc 


acggacactc 


ctgcagacag 


/-r -a /~i /— ■ 4~ +■ 

yaLtOLyalL 


caagggegae 


t c t gecagea 


Ton 


cggaaagaaa 


caactgcctc 


tcttggttca 


ydCady LCdC 


ggagaaagag 


cagtctcttg 


/ O u 


ttttccataa 


gagcctacaa 


gaacagcaat 


y LydULyLi L 


p /~" n ^ 2 3 i" /T/r/t 

ccctctcia L.ggg 


"f^ 4~~ 4~ +- p 
LLLCCLCtCC 


O ft u 


cactcagatt 


ccctggctct 


tcagcaaagg 


ydaCdLciLC-y 


2 4" 4~ "4~ 4~ f~* :n ^ 

daLLt LtCay 


agecaggaaa 


onn 
yuu 


ttagccaagt 


cactggccat 


actcttagca 


f-T/— -J--f-f-+-/-f<— 

y^LLLLyLUa 


4- +- 4- rf \~ n n r~r ^ 

l. LtyLLyyyc 






ctgactacag 


ttatctactc 


attttttcct 


gaaaggaact 


tgactaaatc 


aacctggtac 


1020 


catactgcct 


tttggctcca 


gtggttcaat 


tcctttgtta 


atcccttttt 


gtatccattg 


1080 


tgtcacaaac 


gttttcagaa 


ggctttcctg 


aaaatacttc 


ctgtgagaag 


gcaatccacg 


1140 


ccaccacaca 


accgctcaat 


atccacttga 
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<210> 8 

<211> 391 

<212> PRT 

<213> Mus musculus 

<400> 8 

Met Ser Glu Ser Asn Ser Thr Gly He Leu Pro Pro Ala Ala Gin Val 
15 10 15 

Pro Leu Ala Phe Leu Met Ser Ser Phe Ala Phe Ala He Met Val Gly 
20 25 30 

Asn Ala Val Val He Leu Ala Phe Val Val Asp Arg Asn Leu Arg His 
35 40 45 
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Arg Ser Asn Tyr Phe Phe Leu Asn Leu Ala lie Ser Asp Phe Leu Val 
50 ~ 55 60 



Gly Leu lie Ser lie Pro Leu Tyr lie Pro His Val Leu Phe Asn Trp 
65 70 75 80 



Asn Phe Gly Ser Gly lie Cys Met Phe Trp Leu lie Thr Asp Tyr Leu 
85 90 95 



Leu Cys Thr Ala Ser Val Tyr Asn lie Val Leu lie Ser Tyr Asp Arg 
100 105 110 



Tyr Gin Ser Val Ser Asn Ala Val Ser Tyr Arg Ala Gin His Thr Gly 
115 120 125 



lie Met Lys lie Val Ala Gin Met Val Ala Val Trp lie Leu Ala Phe 
130 135 140 



Leu Val Asn Gly Pro Met lie Leu Ala Ser Asp Ser Trp Lys Asn Ser 
145 150 155 160 



Thr Asn Thr Lys Asp Cys Glu Pro Gly Phe Val Thr Glu Trp Tyr lie 
165 170 175 



Leu Thr lie Thr Met Leu Leu Glu Phe Leu Leu Pro Val lie Ser Val 
180 185 190 



Ala Tyr Phe Asn Val Gin lie Tyr Trp Ser Leu Trp Lys Arg Arg Ala 
195 200 205 



Leu Ser Arg Cys Pro Ser His Ala Gly Phe Ser Thr Thr Ser Ser Ser 
210 215 220 



Ala Ser Gly His Leu His Arg Ala Gly Val Ala Cys Arg Thr Ser Asn 
225 230 235 240 



Pro Gly Leu Lys Glu Ser Ala Ala Ser Arg His Ser Glu Ser Pro Arg 
245 250 255 



Arg Lys Ser Ser lie Leu Val Ser Leu Arg Thr His Met Asn Ser Ser 
260 265 270 



lie Thr Ala Phe Lys Val Gly Ser Phe Trp Arg Ser Glu Ser Ala Ala 
275 280 ~ 285 



Leu Arg Gin Arg Glu Tyr Ala Glu Leu Leu Arg Gly Arg Lys Leu Ala 
290 295 300 



Arg Ser Leu Ala lie Leu Leu Ser Ala Phe Ala lie Cys Trp Ala Pro 
305 310 315 320 



Tyr Cys Leu Phe Thr lie Val Leu Ser Thr Tyr Pro Arg Thr Glu Arg 
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325 330 335 



Pro Lys Ser Val Trp Tyr Ser lie Ala Phe Trp Leu Gin Trp Phe Asn 
340 345 350 



Ser Phe Val Asn Pro Phe Leu Tyr Pro Leu Cys His Arg Arg Phe Gin 
355 360 365 



Lys Ala Phe Trp Lys lie Leu Cys Val Thr Lys Trp Pro Ala Leu Ser 
370 375 380 



Gin Asn Gin Ser Val Ser Ser 
385 390 



<210> 9 
<211> 391 
<212> PRT 

<213> Rattus rattus 
<400> 9 

Met Ser Glu Ser Asn Gly Thr Asp Val Leu Pro Leu Thr Ala Gin Val 
15 10 15 



Pro Leu Ala Phe Leu Met Ser Leu Leu Ala Phe Ala lie Thr lie Gly 
20 25 30 



Asn Ala Val Val lie Leu Ala Phe Val Ala Asp Arg Asn Leu Arg His 
35 40 45 



Arg Ser Asn Tyr Phe Phe Leu Asn Leu Ala lie Ser Asp Phe Phe Val 
50 55 60 



Gly Val lie Ser lie Pro Leu Tyr lie Pro His Thr Leu Phe Asn Trp 
65 70 75 80 



Asn Pro Gly Ser Gly lie Cys Met Phe Trp Leu lie Thr Asp Tyr Leu 
85 90 95 



Leu Cys Thr Ala Ser Val Tyr Ser lie Val Leu lie Ser Tyr Asp Arg 
100 105 110 



Tyr Gin Ser Val Ser Asn Ala Val Arg Tyr Arg Ala Gin His Thr Gly 
115 120 125 



lie Leu Lys lie Val Ala Gin Met Val Ala Val Trp lie Leu Ala Phe 
130 135 140 



Leu Val Asn Gly Pro Met lie Leu Ala Ser Asp Ser Trp Lys Asn Ser 
145 150 155 160 



Thr Asn Thr Glu Glu Cys Glu Pro Gly Phe Val Thr Glu Trp Tyr lie 
165 170 175 



Leu Ala lie Thr Ala Phe Leu Glu Phe Leu Leu Pro Val Ser Leu Val 
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180 



185 



190 



Val Tyr Phe Ser Val Gin lie Tyr Trp Ser Leu Trp Lys Arg Gly Ser 
195 200 205 



Leu Ser Arg Cys Pro Ser His Ala Gly Phe lie Ala Thr Ser Ser Arg 
210 215 220 



Gly Thr Gly His Ser Arg Arg Thr Gly Leu Ala Cys Arg Thr Ser Leu 
225 230 235 240 



Pro Gly Leu Lys Glu Pro Ala Ala Ser Leu His Ser Glu Ser Pro Arg 
245 250 255 



Gly Lys Ser Ser Leu Leu Val Ser Leu Arg Thr His Met Ser Gly Ser 
260 265 270 



lie lie Ala Phe Lys Val Gly Ser Phe Cys Arg Ser Glu Ser Pro Val 
275 280 285 



Leu His Gin Arg Glu His Val Glu Leu Leu Arg Gly Arg Lys Leu Ala 
290 295 300 



Arg Ser Leu Ala Val Leu Leu Ser Ala Phe Ala lie Cys Trp Ala Pro 
305 310 315 * 320 



Tyr Cys Leu Phe Thr lie Val Leu Ser Thr Tyr Arg Arg Gly Glu Arg 
325 330 ~ 335 



Pro Lys Ser lie Trp Tyr Ser lie Ala Phe Trp Leu Gin Trp Phe Asn 
340 345 350 



Ser Leu lie Asn Pro Phe Leu Tyr Pro Leu Cys His Arg Arg Phe Gin 
355 360 365 



Lys Ala Phe Trp Lys lie Leu Cys Val Thr Lys Gin Pro Ala Pro Ser 
370 375 380 



Gin Thr Gin Ser Val Ser Ser 
385 390 



<210> 10 
<211> 389 
<212> PRT 

<213> Cavia porcellus 
<400> 10 

Met Leu Ala Asn Asn Ser Thr lie Ala Leu Thr Ser lie Lys lie Ser 
15 10 15 



Leu Thr Phe Leu Met Ser Leu Leu Ala lie Ala lie Met Leu Gly Asn 
20 25 30 



Val Val Val lie Leu Ala Phe lie Val Asp Arg Asn Leu Arg His Arg 
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35 



40 



45 



Ser Asn Tyr Phe Phe Leu Asn Leu Ala lie Ala Asp Phe Phe Val Gly 
50 "* 55 60 



Ala lie Ala He Pro Leu Tyr He Pro Ser Ser Leu Thr Tyr Trp Thr 
65 70 75 80 



Ser Gly Lys Gin Ala Cys Val Phe Trp Leu lie Thr Asp Tyr Leu Leu 
85 90 95 



Cys Thr Ala Ser Val Tyr Asn He Val Leu He Ser Tyr Asp Arg Tyr 
100 105 110 



Gin Ser Val Ser Asn Ala Val Trp Tyr Arg Ala Gin His Ser Gly Thr 
115 120 125 



Trp Lys He Ala Thr Gin Met Val Ala Val Trp He Phe Ser Phe Met 
130 135 140 



Thr Asn Gly Pro Met He Leu He Ser Asp Ser Trp Gin Asn Ser Thr 
145 150 * 155 160 



Thr Glu Cys Glu Pro Gly Phe Leu Lys Lys Trp Tyr Phe Ala Leu Pro 
165 170 175 



Thr Ser Leu Leu Glu Phe Leu He Pro He Leu Leu Val Ala Tyr Phe 
180 185 190 



Ser Ala His He Tyr Trp Ser Leu Trp Lys Arg Glu Lys Leu Ser Arg 
195 200 205 



Cys Leu Ser His Pro Val Leu Pro Ser Asp Ser Ser Ser Ser Asp His 
210 215 220 



Gly His Ser Cys Arg Gin Asp Pro Asp Ser Arg Ala Thr Leu Pro Ala 
225 230 235 240 



Arg Lys Glu Thr Thr Ala Ser Leu Gly Ser Asp Lys Ser Arg Arg Lys 
245 250 255 



Ser Ser Leu Leu Pro Ser He Arg Ala Tyr Lys Asn Ser Asn Val He 
260 265 270 



Ala Ser Lys Met Gly Phe Leu Ser His Ser Asp Ser Leu Ala Leu Gin 
275 280 285 



Gin Arg Glu His He Glu Leu Phe Arg Ala Arg Lys Leu Ala Lys Ser 
290 295 300 



Leu Ala He Leu Leu Ala Ala Phe Ala He Cys Trp Ala Pro Tyr Ser 
305 310 315 320 
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Leu Thr Thr Val lie Tyr Ser Phe Phe Pro Glu Arg Asn Leu Thr Lys 
325 330 335 



Ser Thr Trp Tyr His Thr Ala Phe Trp Leu Gin Trp Phe Asn Ser Phe 
340 345 350 



Val Asn Pro Phe Leu Tyr Pro Leu Cys His Lys Arg Phe Gin Lys Ala 
355 360 365 



Phe Leu Lys He Leu Pro Val Arg Arg Gin Ser Thr Pro Pro His Asn 
370 375 380 



Arg Ser He Ser Thr 
385 



<210> 11 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 



<400> 


11 


gtggtggaca aaaaccttag acatcgaagt 


<210> 


12 


<211> 


30 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Oligonucleotide Primer 


<400> 


12 


actgagatga tcacgcttcc acaggctcca 


<210> 


13 


<211> 


27 


<212> 


DNA 


<213> 


Artificial Sequence - 


<220> 




<223> 


Oligonucleotide Primer 


<400> 


13 


ccatcctaat acgactcact atagggc 


<210> 


14 


<211> 


29 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Oligonucleotide Primer 


<400> 


14 


cactctgtaa caaagccagg ctcacagtc 


<210> 


15 


<211> 


30 


<212> 


DNA 



30 



30 



27 



29 
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<213> Artificial Sequence 



<220> 

<223> Oligonucleotide Primer 
<400> 15 

tgcatctcgt cactcagaaa gtcctcgaag 



<210> 16 

<211> 39 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 

<400> 16 

acgagaattc gccaccatgt cggagtctaa cagtactgg 



<210> 17 

<211> 39 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 

<400> 17 

atgacagcgg ccgcagttgg cactcgtgaa gcaattctc 

<210> 18 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 

<400> 18 

cattgggcca ttgaccaaga aagccagtat c 



<210> 19 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 

<400> 19 

tcattcagaa agtccacgag gaaagagcag 



<210> 20 

<211> 39 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 

<400> 20 

acgtgaattc gccaccatgt cggagtctaa cggcactga 



<210> 21 
<211> 39 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 
<400> 21 

actgatgcgg ccgcgaagct ggcacacatg aagcttctc 39 



<210> 22 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 



<210> 23 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 

<400> 23 

acactcctgc agacaggacc ccgattcaag 30 

<210> 24 

<211> 41 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 



<210> 25 

<211> 41 

<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Oligonucleotide Primer 

<400> 25 

acgacagcgg ccgccttcaa gtggatattg agcggttgtg t 41 



<210> 26 

<211> 37 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 



<400> 22 

ataatgatgt agggagagca aagtaccact 



30 



<400> 24 

acgtctcgag gccaccatgt tggcaaataa cagtacaatc g 



41 



<400> 26 

actagaattc accgtgatgc cagatactaa tagcaca 



37 



<210> 27 
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<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide Primer 

<400> 27 

atgcaggatc cagcatttga gactgacagg tat 



